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List of TriticeaeGenome partners
	N°
	Organization name
	Short name
	Principal investigator
	Country

	1
	Institut National de la Recherche Agronomique
	INRA
	Catherine Feuillet
	France

	2
	Leibniz Institute of Plant Genetics and Crop Plant Research
	IPK
	Nils Stein
	Germany

	3
	Institute of Experimental Botany
	IEB
	Jaroslav Dolezel
	Czech Republic

	4
	National Research Center for Environment and Health
	GSF
	Klaus Mayer
	Germany

	5
	Università degli Studi di Milano
	UMIL
	Laura Rossini
	Italy

	6
	University of Haifa
	HU
	Tzion Fahima
	Israel

	7
	Maa- ja elintarviketalouden tutkimuskeskus
	MTT
	Alan H Schulman
	Finland

	8
	Scottish Crop Research Institute
	SCRI
	Robbie Waugh
	UK

	9
	Sabanci University
	SABA
	Hikmet Budak
	Turkey

	10
	National Institute of Agricultural Botany
	NIAB
	Wayne Powell
	UK

	11
	John Innes Centre
	JIC
	Michael Bevan
	UK

	12
	Universität Zürich
	UZH
	Beat Keller
	Switzerland

	13
	INRA Transfert
	IT
	Emmanuelle Lagendijk
	France

	14
	Biogemma
	BGA
	Alain Murigneux
	France

	15
	KWS Lochow GmbH
	KWL
	Viktor Korzun
	Germany

	16
	Istituto di Genomica Applicata
	IGA
	Michele Morgante
	Italy

	17
	University of Bologna
	UNIBO
	Roberto Tuberosa
	Italy


1. Institut National de la Recherche Agronomique (INRA)
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	Principal investigator : 
	Catherine Feuillet

	Country :
	France

	Workpackage Leader :
	WP1

	Project Coordinator
	


Three INRA groups with complementary competences are involved in the project:

· INRA Clermont-Ferrand (PI: C. Feuillet) has recognized expertise in wheat genetics and genomics and has recently developed the first physical map of a single wheat chromosome (3B). It develops projects to study the structure, function and evolution of the wheat genome as well as projects on the genetic analysis of yield and grain quality. INRA Clermont coordinates wheat genomics in France and is co-chairing the International Wheat Genome Sequencing Consortium and the European Triticeae Genomics Initiative. INRA Clermont hosts the national biological resource centre for small grain cereals with a collection of more than 10000 wheat cultivars. 
· The CNRGV (PI: H. Bergès) in Toulouse is the INRA national genomic platform for plant genomic resources. It provides high throughput technology and services for genomic libraries handling, management and storage. It will host all the BAC libraries of the project.

· The URGI in Versailles (PI: D. Samson-Steinbach) is the INRA bioinformatics laboratory for plant genomics and develops computing environment for local and shared data integration through Web Services.

2. Leibniz Institute of Plant Genetics and Crop Plant Research (IPK)
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	Principal investigator : 
	Nils Stein

	Country :
	Germany

	Workpackage Leader :
	WP2


The IPK is one of the leading institutions in Germany in the field of Molecular Crop Plant Biology including Molecular Genetics, Cytogenetics and Physiology. It hosts one of the largest European ex-situ seed collection (Genebank) comprising almost 150000 accessions of over 2500 species. This includes over 28000 and 21000 samples from wheat and barley, respectively. Recently, the IPK initiated an international collaborative project for the development of a barley physical map and future genome sequencing. The IPK chairs the International Barley Genome sequencing consortium (IBSC) and co-coordinates the European Triticeae Genomics Initiative (ETGI).
3. [image: image6.emf]Institute of Experimental Botany (IEB)

	Principal investigator : 
	Jaroslav Dolezel

	Country :
	Czech Republic

	
	


IEB is a public research organization that belongs to the Academy of Sciences of the Czech Republic. The mandate of IEB is to conduct basic and applied research in the area of plant genetics, physiology and biotechnology. It has a unique and worldwide recognized expertise in flow cytogenetics in plants. IEB has developed novel methods for preparation of chromosome suspensions suitable for flow cytometry and for chromosome sorting and showed that flow-sorted plant chromosomes were suitable for physical gene mapping, construction of chromosome-specific DNA libraries, and targeted isolation of molecular markers A collaborative effort with INRA (France) lead to the creation of the first BAC libraries specific for wheat chromosomes.

4. National Research Center for Environment and Health, Gmbh (GSF)
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	Principal investigator : 
	Klaus Mayer

	Country :
	Germany

	Workpackage Leader :
	WP5


The MIPS plant research group has pioneered bioinformatics assisted plant genome analysis and has gained an international reputation in this field. The group has been strongly involved in the Arabidopsis genome project and has made important contributions to the deciphering of the maize genome. Ongoing contributions are currently made to Medicago, tomato, Sorghum and Brachypodium genome projects. The group’s expertise and resources circumvent generic and modular database systems, a generic pipeline for genome annotation in complex plant genomes, tools for the exploitation of plant EST data, for studying regulatory mechanisms in plants as well as to decipher the regulatory control elements in plants.

5. [image: image8.emf]Università degli Studi di Milano (UMIL)

	Principal investigator : 
	Laura Rossini

	Country :
	Italy

	Workpackage Leader :
	WP3


The research group is a partnership between University of Milan (UMIL) and Parco Tecnologico Padano (PTP), a non-profit foundation sponsored by public and private organisations and based in Lodi. The participating scientists have been involved in plant genetic and genomic research for several years. Work on Triticeae species (wheat and barley) has focussed on construction of molecular marker-based genetic maps, genetic and molecular dissection of developmental processes, comparative genomics and candidate gene approaches, molecular analyses of domestication processes. Main competences include genetic analysis of qualitative and quantitative traits, genotyping analyses, linkage mapping, high-throughput genomics and TILLING, cloning techniques, functional and comparative genomics, and bioinformatics.

6. [image: image9.emf]University of Haifa (HU)

[image: image10.emf]
	Principal investigator : 
	Tzion Fahima

	Country :
	Israel

	
	


Haifa University is represented by two groups, experienced in cereal structural genomics (PI: T. Fahima) and bioinformatics related to genome mapping (PI: A. Korol). HU expertise includes: genetic mapping of disease resistance genes derived from wild emmer wheat; QTL mapping of domestication related traits; using comparative genomic approaches for fine mapping of disease resistance genes; construction of tetraploid wheat BAC library; physical mapping and positional cloning of high grain protein content QTL  (Gpc-B1) in wheat; development of a methodology and efficient algorithms for building dense molecular genetic maps and map verification; methods for consensus mapping; new methods for multiple-trait QTL analysis and fine QTL mapping; a new bioinformatics approach for contig assembly and physical mapping.

7. Maa- ja elintarviketalouden tutkimuskeskus (MTT)
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	Principal investigator : 
	Alan H Schulman

	Country :
	Finland

	Workpackage Leader :
	WP6


MTT Agrifood Research competences are in genomics and molecular genetics for marker development and application, high throughput sequencing, and physical and genetic mapping. For anchoring of genetic and physical maps using molecular markers, the group has long experience in development and application of SSR, MITE, and transposable element (TE) markers as well as low-throughput SNPs. It has also expertise in the development of DH barley lines for mapping and the use of molecular markers for gene isolation, mapping, and genetic diversity studies.  Barley transformation is in house and active. Finally, MTT develops and applies tools for annotation of genomes repetitive fractions, which is highly important for both marker development and gene annotation.
8. Scottish Crop Research Institute (SCRI)
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	Principal investigator : 
	Robbie Waugh

	Country :
	UK

	
	


The Scottish Crop Research Institute is a major international centre for research on the underlying biological processes common to all plant science and crop growth. It is the only plant-science based Institute in Scotland, and the range of complementary skills assembled at the institute represents one of its unique features. SCRI participates in the integrated program of research and development in agricultural, environmental and biological sciences supported by the Scottish Executive Environment and Rural Affairs Department (SEERAD). The PI’s have proven expertise in genetics, genomics and bioinformatics of crop plants, including barley, and have contributed to many of the key genomics and genetics enabling technologies that are deployed globally today.

9. Sabanci University (SABA)
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	Principal investigator : 
	Hikmet Budak

	Country :
	Turkey

	
	


Sabanci University expertise in the project is mainly related to the molecular genetics and biotechnology researches to have a better understanding of molecular basis of biotic and abiotic stresses for cereal and grass improvement. Activities include expression profiling, bioinformatics and a range of molecular genetic techniques, including genetic transformations of wheat. The group has also expertise on application of molecular markers, gene tagging and gene cloning and gene manipulation with exploitation of wild wheat. The group in Dr. Budak`s lab is conducting projects in wheat genetics and genomics that include genetic and physical mapping in both cultivated and modern wheat.
10. National Institute of Agricultural Botany (NIAB)
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	Principal investigator : 
	Wayne Powell

	Country :
	UK

	
	


The NIAB is in charge of characterising and trialling new crop varieties for National Listing and plant breeders rights, developing molecular markers for distinctness, uniformity and stability (DUS) and value for cultivation and use (VCU). It performs studies relating to marker development, quantification of changes in crop diversity and biodiversity and development of germplasm for a range of food and non-food uses. Substantial investment (£2m pa for 2005-2010) are being implemented in the area of genetic resources, pre-breeding and public good activities, crop genomics, wheat synthetics, SNP discovery, association genetics, population development and allele specific expression studies in polyploid species. 

11. John Innes Centre (JIC)
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	Principal investigator : 
	Michael Bevan

	Country :
	UK

	
	


John Ines Center has made key contributions to understanding cereal genomes, such as establishing the unitary nature of grass genomes, the physical mapping of rice and wheat chromosomes, and developing Brachypodium as a genome template and functional genomics resource for temperate grasses. JIC maintains close links with European wheat breeders and plays a pivotal role in developing and maintaining a wide range of unique germplasm and markers for wheat breeding and gene discovery. The JIC develops methods and resources for wheat improvement, including high throughput transformation, high resolution genetic mapping populations, wheat germplasm resources, and genomics resources for gene isolation in wheat, including BAC libraries. The JIC Genome Laboratory maintains and distributes extensive plant genome resources, including wheat BAC libraries, and has state of the art robotic and sequencing platforms suitable for conducting the proposed work.

12. Universität Zürich (UZH)
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	Principal investigator : 
	Beat Keller

	Country :
	Switzerland

	
	


University of Zurich has 15 years of experience in wheat molecular genetics and genomics. It is interested in the molecular cloning and characterization of fungal disease resistance genes and QTL from wheat and barley and the group has isolated the Lr1, Lr10 leaf rust and the seven known alleles of the Pm3 powdery mildew resistance genes. Comparative genomics approaches in grasses support the cloning of agronomically important genes from wheat and barley. In context of this work, large, contiguous sequences from the two genomes were generated and the annotation of such sequences was improved, particularly for the regions containing repetitive elements. The database TREP (Triticeae Repetitive Element database) was a result of these activities.

13. INRA Transfert (IT)
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	Principal investigator : 
	Emmanuelle Lagendijk

	Country :
	France

	Workpackage Leader :
	WP7

	Project Manager
	


INRA Transfert is a project management consulting company specialized in the field of innovating technologies arising from agriculture-related research. INRA Transfert’s team manages the technology portfolio of INRA and supports development of innovative start-up companies. Through its "European projects" activity, INRA Transfert assists the key players in Research and Innovation in setting up and managing their European research projects and networks. It helps researchers in the conception, construction and writing of relevant proposals especially regarding the health, agriculture, and environment topics as well as to manage the successful projects. In addition, it supports dissemination of the project results and the development of innovative start-up companies.

14. Biogemma (BGA)
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	Principal investigator : 
	Alain Murigneux

	Country :
	France

	Workpackage Leader :
	WP4


Biogemma is a biotech company owned by three major European field seed companies: Limagrain, Euralis and RAGT, and Sofiprotéol and Unigrains. Biogemma is specialized in field crops : maize, Wheat and Oil seed crops. Biogemma objectives are to provide its shareholders with new genetic variability by GMO traits and markers on gene of interest to better monitor existing genetic variability. Biogemma has been widely involved in a number of projects in collaboration with public/private partners, including GENOPLANTE and former EC projects. Biogemma has developed a large range of expertises in genetic engineering and in genomics. Large scale bioinformatics analysis (tool development and data analysis), QTL analysis, gene mapping, functional analysis, cloning, and Linkage disequilibrium analysis are among Biogemma standard methodologies. High-throughput technologies in the domains of DNA chips and BAC libraries have also been developed.

15. KWS Lochow GmbH (KWL)
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	Principal investigator : 
	Viktor Korzun

	Country :
	Germany

	
	


KWS LOCHOW GMBH (KWL) is one of the leading plant breeding companies in Europe with core competence in cereal breeding and with barley and wheat breeding programs in Germany, France and UK. Due to long-term expertise in breeding of self pollinated  varieties, population and hybrid rye varieties, KWL is leader of the rye seed market in most European countries and hold a strongest position on wheat and winter barley seed market in Germany. The company has excellent greenhouse facilities, as well as two in-house biotech labs offering marker-assisted selection and double-haploid production, to strongly support the variety development. Intensive multilocational yield tests in several thousand plots as well as disease scoring of several thousand genotypes are performed each year as the basis of strong selection procedures. KWL test site organisation well spread over West, Middle and Eastern Europe. Many of the company’s varieties introduced into the EU market have made a significant impact, not just in terms of market share, but also in yield improvement, quality and disease resistance. 

16. [image: image20.emf]Istituto di Genomica Applicata (IGA)

	Principal investigator : 
	Michele Morgante

	Country :
	Italy

	
	


The Istituto di Genomica Applicata (IGA) is a centre of research focusing on genomics, genetics and computational biology. IGA has two core facilities: a DNA sequencing and fingerprinting core, with 4 ABI 3730XL automatic sequencers; a centre of computational biology, with parallel computing facilities and 4 terabytes data storage devices. IGA is heavily involved in the French-Italian initiative to sequence the grape genome and is committed to sequence 3 genome equivalents. IGA is also constructing the physical map of grape through a BAC High Information Content fingerprinting approach and is involved in the genome sequence assembly and annotation and database development.

17. [image: image21.emf]University of Bologna (UNIBO)

	Principal investigator : 
	Roberto Tuberosa

	Country :
	Italy

	
	


The Plant Breeding Research Group at the Department of Agroenvironmental Science and Technology, University of Bologna (DiSTA), carries out research on aspects relevant to cereal breeding and genetics (maize, barley and wheat). The research objectives investigated by the group are: genetics of development, dissection of the genetic bases of complex traits of agronomic relevance such as yield, yield components and response to drought stress, genetics of plant and root architecture and root/shoot responses to drought, genetics of resistance to cereal fungal pathogens and soil-borne cereal virus. To this end, QTL analysis in various genetic stocks comprising populations of recombinant inbred, introgression lines and near isogenic lines, analysis of genetic diversity at the phenotypic and molecular level, positional cloning of major QTLs and screening of large mutagenised populations are being carried out. The group uses standard and advanced biotechnology and genomics approaches including DNA automated sequencing, real time quantitative and qualitative PCR, microarray expression analysis, TILLING and genetic transformation
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Shuttle buses:	Kick-off meeting venue – Juan-les-pins, departure at 16:10 


		       	Kick-off meeting venue – Nice airport, departure at 16:10 
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